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Objectives: Our purpose was to determine whether the common variants in eNOS are associated with risk of left ventricular hypertrophy in hypertension. 
Background: Endothelial NO synthase (eNOS) plays a key role in the development of the ventricular remodeling and cardiac hypertrophy. This relationship has not yet been described in Chinese population.
Methods: We studied the hypothesis in 2179 hypertensive patients, including 1061 with left ventricular hypertrophy (LVH) and 1118 without LVH, as well as 812 control subjects. All subjects were genotyped for -T786C, +G894T (Glu298Asp) and a 27-bp variable number of tandem repeat (VNTR) in intron 4 polymorphisms by using 
PCR-RFLP and confirmed by sequencing.
Results: Only the +G894T (Glu298Asp) polymorphism of eNOS was associated with the presence of LVH (P<0.01). In particular, the TT homozygous genotype conferred a 
1.7-fold risk for LVH (OR, 1.67[95% CI: 1.19-2.36]; P<0.05). In addition, the ventricular wall was significantly thicker in hypertensive patients with LVH in TT homozygotes than that in GT heterozygotes and GG homozygotes, including septal wall thickness (P<0.01), LV mass index (P<0.01) and relative wall thickness (P<0.01). 
The 786T-894T-4b haplotype was associated with an increased risk of hypertensive patients with LVH (OR, 1.243[95% CI: 1.080-1.429]; P<0.01). These associations were replicated in another independent hypertensive population (n=343).
Conclusions: Homozygosity for T894 (Asp298), a common variant of the eNOS, might be a genetic risk factor for the development of LVH in patients with hypertension. The 786T-894T-4b haplotype was associated with an increased risk of hypertensive patients with LVH.

