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GENETIC MECHANISMS OF HEART FAILURE

  XE ", ,"  J.A. Towbin XE "Towbin, J.A.,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    XE ", ,"    
1=Pediatric Cardiology, Baylor College Of Medicine And Texas Children's Hospital, Houston, TX, USA          10=

Heart failure is a significant cause of morbidity and mortality at all ages.  The underlying etiologies of heart failure had generally gone unrecognized until the past decade, at which time a genetic basis was identified for 20-35% of cases.  The majority of familial cases have autosomal dominant inheritance, but X-linked, autosomal recessive, and mitochondrial inheritance is also seen.    The genes identified to date appear to disrupt the cytoskeleton and contractile apparatus.  This 'final common pathway' may be disrupted directly via single gene mutations or may be secondary to cascade pathway interactions.  Similar disruptions may be acquired.  The mechanisms leading to the clinical phenotype are varied, with mechanical stress playing a vital role. The genes and mechanisms involved in this 'final common pathway' will be discussed.
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